
−10.0
−7.5
−5.0
−2.5
0.0P

Pathway size
5
10
15
20

structural
constituent of
ribosome

proteasome core
complex

proteolysis involved 
in protein catabolic process

translation
initiation factor
activity

signal recognition
particle

−10.0
−7.5
−5.0
−2.5
0.0P

Pathway size
10
20
30
40

DNA−templated
transcription

pseudouridine
synthesis

7S RNA binding

GPI−anchor
transamidase
complex

−10.0
−7.5
−5.0
−2.5
0.0P

Pathway size
20
40
60

translation
elongation factor
activity

ribosome

−10.0
−7.5
−5.0
−2.5
0.0P

Pathway size
1
2
3
4
5
6

eukaryotic translation
initiation factor 3
complex

ribosomeGTP biosynthetic
process

translation
elongation factor
activity

A B

C D


